In the title compound, C 32 H 30 N 2 O 3 , the piperidin-4-one and the two fused pyrrolidine rings adopt envelope conformations. The two methylphenyl rings are oriented at dihedral angle of 20.36 (7) and 56.24 (7) , respectively, with respect to the indanone ring system. In the crystal structure, intermolecular O-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds link the molecules into chains propagating along [001] . Weak C-HÁ Á Á interactions are also observed.
Related literature
For general background and the biological activity of pyrrolidine compounds, see: Mitchell & Teh (2005) ; Okazaki et al. Kagan (1975) . For the synthesis, see: Kumar et al. (2010a,b) . For ring conformations, see Cremer & Pople (1975) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) . Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.134 S = 1.21 4121 reflections 342 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.32 e Å À3 Á min = À0.40 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C13-C18 ring. Symmetry codes: (i) Àx þ 2; Ày; Àz þ 2; (ii) Àx þ 2; Ày; Àz þ 1; (iii) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Mitchell & Teh, 2005; Okazaki et al., 2004; Enyedy et al., 2001) . In addition, these heterocycles can be used for pharmaceutical purposes (Yee et al., 1998; Saravanan & Corey, 2003; Crane & Corey, 2001; Xi et al., 2004) and ligands of transition metal catalysts (Kagan, 1975) . Consequently, the efficient preparation of these heterocycles has received significant attention. In view of this importance, the crystal structure determination of the title compound was carried out and the results are presented here.
The molecular structure of the title compound is shown in Fig. 1 . The piperidin-4-one ring (N1/C12/C8-C11) adopts a distorted envelope conformation (flap atom C11), with puckering parameters Q = 0.625 (2) Å, θ = 140.1 (2)° and φ = 237.9 (2)° (Cremer & Pople, 1975) . The two fused pyrrolidine rings with atom sequences N1/C11/C10/C21/C29 and N2/C20/C19/C10/C21 adopt envelope conformations, with atoms C11 and C21, respectively, as flap atoms. The puckering parameters are Q = 0.454 (2) Å, φ = 38.7 (2)° for the N1/C11/C10/C21/C29 pyrrolidine ring and Q = 0.341 (2) Å, φ = 331.2 (3)° for the N2/C20/C19/C10/C21 pyrrolidine ring. The two benzene rings (C1-C6 and C13-C18) make dihedral angle of 20.36 (7) and 56.24 (7)°, respectively with the mean plane of indan-1-one (C21-C29) ring system. The geometric parameters are consistent to those observed in closely related structures (Kumar et al., 2010a,b) .
In the crystal structure, intermolecular O2-H1O2···N2, C11-H11B···O2 and C13-H13A···O2 hydrogen bonds (Table   1 ) link the molecules into dimers (Fig. 2) . The dimers are interconnected into chains propagating along the [001] direction via intermolecular C5-H5A···O3 hydrogen bonds ( Fig. 3 and Table 1 ). Weak intermolecular C30-H30C···π interactions (Table 1) involving the C13-C18 benzene ring are also observed.
Experimental
The title compound was synthesized according to the procedure described by Kumar et al. (2010a,b) , and was recrystallized from ethyl acetate to afford pale yellow crystals.
Refinement
The hydroxyl H atom was located in a difference Fourier map and was refined freely. The remaining H atoms were positioned geometrically [C-H = 0.93-0.97 Å] and refined using a riding model, with U iso (H) = 1.2 or 1.5U eq (C). A rotating-group model was applied for methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.69853 (13) 0.26369 (11) 0.55957 (9) 0.0290 (3) 0.0326 (7) 0.0326 (6) 0.0303 (6) −0.0145 (5) 0.0000 (5) −0.0161 (5) N1 0.0195 (7) 0.0199 (6) 0.0185 (6) −0.0072 (5) 0.0011 (5) −0.0064 (5) N2 0.0214 (7) 0.0199 (6) 0.0215 (6) −0.0079 (5) 0.0020 (5) −0.0062 (5) C1 0.0284 (9) 0.0224 (8) 0.0224 (8) −0.0100 (6) 0.0013 (6) −0.0043 (6) C2 0.0295 (9) 0.0241 (8) 0.0351 (9) −0.0120 (7) 0.0003 (7) −0.0054 (7) C3 0.0312 (10) 0.0253 (8) 0.0404 (10) −0.0094 (7) 0.0115 (7) −0.0078 (7) C4 0.0472 (11) 0.0354 (9) 0.0345 (9) −0.0191 (8) 0.0192 (8) −0.0171 (8) C5 0.0397 (10) 0.0305 (9) 0.0287 (9) −0.0176 (7) 0.0070 (7) −0.0123 (7) C6 0.0260 (8) 0.0199 (7) 0.0206 (7) −0.0073 (6) 0.0005 (6) −0.0033 (6) C7 0.0247 (8) 0.0205 (7) 0.0224 (8) −0.0084 (6) −0.0025 (6) −0.0057 (6) C8 0.0213 (8) 0.0174 (7) 0.0211 (7) −0.0061 (6) −0.0017 (6) −0.0051 (6) C9 0.0214 (8) 0.0198 (7) 0.0224 (8) −0.0052 (6) −0.0009 (6) −0.0088 (6) C10 0.0181 (8) 0.0204 (7) 0.0217 (7) −0.0065 (6) 0.0001 (6) −0.0077 (6) C11 0.0194 (8) 0.0197 (7) 0.0207 (7) −0.0061 (6) 0.0013 (5) −0.0075 (6) C12 0.0216 (8) 0.0206 (7) 0.0197 (7) −0.0092 (6) 0.0012 (6) −0.0054 (6) C13 0.0215 (8) 0.0297 (8) 0.0264 (8) −0.0074 (6) 0.0029 (6) −0.0061 (6) C14 0.0293 (9) 0.0351 (9) 0.0309 (9) −0.0113 (7) 0.0099 (7) −0.0119 (7) C15 0.0224 (9) 0.0306 (9) 0.0456 (10) −0.0099 (7) 0.0082 (7 (12) C10-C19-C20 104.77 (11) C20-N2-C21 107.99 (11) C18-C19-H19A 106.9 C2-C1-C6 120.88 (15) C10-C19-H19A 106.9 C2-C1-H1A 119.6 C20-C19-H19A 106.9
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C13-C18 ring. 
